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1164 Response to referees’ comments
I am grateful for the reviewers comments, which have been helpful. The mss has been revised as follows:

a. Identification of soil animals. I have placed some additional text on p 8 (in blue, lines 171 -180) pointing out which groups should be identified to species and genus level.

b. Monolith units. I have modified line 131 to make it clear each monolith is of the stated dimensions.

c. Bulking. On line 156 I have removed the term “selective”. 
d. Resolution of sampling. Lines 156-171 summarize a discussion in Moreira et al. (2008) and this reference is therefore added. Line 159 “gradsect” is defined, with a new citation to Gillison & Brewer (1985).
e. Country and ecoregion. This is clarified on lines 219 and 220.

f. Separation of transect lines (line 247). I can only report the CSM-BGBD protocol here.

g. Line 354. I have changed “idealised” to “theoretical” and referred to all biotas, not just soil organisms.

h. Zeros in datasets. The point here is that descriptive statistics are difficult if a set of soil samples contains some zeros and very difficult if it contains many. A set in which all were zero would be in that sense easy to describe. I have added the term “subsample” in line 268.

i. Hypotheses (line 279). The concept of measuring biodiversity (as well as population sizes) in implicit in CSM-BGBD, because mesofauna, microfauna and microsymbionts are included in the organisms sampled, and there is no a priori indication of what differences in these groups are to be expected between land uses which are markedly different above ground (for example forest and crop field), or even whether they are all represented.
j. Autocorrelation (line 297). To be fair, this is flagged up as controversial, and its fair to say the issue has not been resolved for soil sampling. To reinforce the point, I have added the reference to Legendre and Legendre (1998) recommended by the reviewer.

k. Stationarity (line 301). There isn’t space to discuss this here. The additional reference (line 305) may be helpful.
l. Points. They are now described as “point samples” for clarification.

m. Number of monoliths per transect. I have re-written lines 314-322 to clarify they we don’t know what the optimum number is. No-one would conclude that one was ideal, although in the CSM-BGBD grid, there is only one per site. 

n. Future improvements in laboratory processing of samples and likely but I cannot speculate here. I lack specialist knowledge about groups other than macrofauna.
o. Use and advantages of grids. I argue that the whole mss, from line 214 onwards, is about this issue.

p. Transects for termites and ants (line 204). Jones (2003) advocates sampling termites, ants and beetles from the same transect, but the CSM-BGBD protocol has separate transects as shown in Figure 3a. Adding “as shown in Figure 3a” may clarify this point.
q. Qualitative and quantitative data. In line 322 I have added “The use of transects permits some quantitative (or semi-quantitative) data to be gathered, but does not exclude qualitative analysis, as is (for example) traditional with ants”
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